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Lewis B, Klahn B, Outten J, Hurt B, Chen J, Mortveit H, Wilson A, Marathe M, Hoops S, 

Bhattacharya P, Machi D, Cadwell BL, Healy JM, Slayton RB, Johansson MA, Biggerstaff 

M, Truelove S, Runge MC, Shea K, Viboud C, Lessler J.  Evaluation of the COVID-19 

Scenario Modeling Hub for informing pandemic response under uncertainty.  Nature 

Communications 14 (1): 7260. doi: 10.1038/s41467-023-42680-x (2023). PMCID: 

PMC10661184 

 

249. Wang R, Cen M, Huang Y, Qian G,  Dean NE, Ellenberg SE,  Fleming TR, Lu W, Longini 

IM.  Methods for the estimation of direct and indirect vaccination effects by combining data 

from individual- and cluster- randomized trials. Statistics in Medicine 1‐13. doi: 

10.1002/sim.10030 (2024).  

 

250. Toh KB, Cummings DAT, Longini IM, Hladish TJ.  Changing COVID-19 cases and deaths 

detection in Florida PLoS One (Accepted). 

 

251. Guzzetta G, Marziano V, Mammone A, Siddu A, Ferraro F, Caraglia A, Maraglino F, Rezza 

G, Vespignani A, Longini I, Ajelli M, Merler S. Evaluating the role of behavior changes and 

control strategies in the decline of the mpox 2022 epidemic in Italy: a modeling study. Nature 

Communications (Accepted).  

 

Manuscripts Submitted or in Preparation (partial list) 

 

1. Henao-Restrepo AM, Longini IM, et al.  High efficacy of rVSV-ZEBOV-GP Ebola vaccine 

using the ring vaccination strategy in the control of an Ebola outbreak in the Democratic 

Republic of Congo:  An example of integration of research into epidemic response.  (Under 

review). 

2. Ajelli M, Chinazzi M, Gsell, Pierre-Stéphane, Merler S, Camacho, Anton, Eggo, Rosalind 

M., et al. Guiding vaccine efficacy trial design during emergencies: a computational platform 

for exploring transmission models and vaccine trial design simulations. (Submitted). 

3. Longini IM, et al. Vaccination Strategies for Ebola in the DRC, New England Journal of 

https://onlinelibrary.wiley.com/doi/10.1111/irv.13212
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Medicine (in press). 

4. Crisp AM, Halloran ME, Hitchings MDT, Longini IM, Dean NE.  Analysis methods for 

covariate-constrained randomized trials with time-to-event outcomes. Statistical Methods in 

Medical Research (Submitted). 

5. Huo Y, Halloran ME, Longini IM, Dean NE.  Hypothesis testing and sample size 

considerations for the test-negative design.  BMC Medical Research Methodology 

(Submitted). 

6. Song S, Madewell ZJ, Liu M, Miao Y, Xiang S, Huo Y, Chowdhury A, Longini IM, Yang Y. 

A systematic review and meta-analysis on the effectiveness of bivalent mRNA booster 

vaccines against omicron variants. BMC Infectious Diseases  (Submitted). 

 

Books 

 

Halloran, M.E., Longini, I.M. and Struchiner, C.J.: The Design and Analysis of Vaccine Studies. 

Springer, New York, 387 pp. (2009). 
 

Longini, I.M.: Stochastic Processes for Biostatistics (in process). 

 

Erdös number: 3 
 

 

Monographs, Book Chapters, Commentaries, Non-per-review Articles 
 

Longini, I.M. and Cuervo de Mesa, A.S.: "Lectures on Applied Stochastic Processes", Cali: 

Universidad del Valle (1978) pp. 175. (In Spanish.) 
 

Longini, I.M.: "Notes on Time Series Analysis", Cali: Universidad del Valle (1979) pp. 47. (In 

Spanish and English.) 
 

Longini, I.M. and Addy, C.: Report to the Global Epidemic Intelligence Service: "Analysis of 

Dengue Transmission in Mexico" (1987) pp. 56. 
 

Longini, I.M.:  Chain Binomial Models in The Encyclopedia of Biostatistics, Volume 1, (eds. P. 

Armitage and T. Colton), Wiley, NY, 593- 597 (1998). 
 

Longini, I.M.: Invited commentary on C. P. Farrington, M. N. Kanaan and H. J. Gay:  

“Estimation of the basic reproductive number for infectious diseases from age-stratified 

serological survey data.” Appl. Statist. 50: 288-289 (2001). 
 

 

Longini, I.M. (one of 28 signatories) :  Ebola vaccine trial in Guinea.  Lancet (letter) (2014) 

http://www.thelancet.com/journals/lancet/article/PIIS0140-6736%2815%2960656-0/fulltext 

 

Longini IM, Egger M, Dean NE, Edmunds WJ, Henao-Restrepo AM: Ebola vaccination – 

Authors' reply.  Lancet 386: 2480 (2015). 

 

Perspective:  Eliminating Cholera Transmission in Haiti. New England Journal of Medicine 

(2016). DOI: 10.1056/NEJMp1614104. 

 

http://www.thelancet.com/journals/lancet/article/PIIS0140-6736%2815%2960656-0/fulltext
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Shapiro J, Dean NE, Madewell ZJ, Yang Y, Halloran ME, Longini IM.  Efficacy estimates for 

various COVID-19 vaccines: What we know from the literature and reports. MedRxiv (2021) 

https://doi.org/10.1101/2021.05.20.21257461 

 

Madewell CJ, Yang Y, Longini IM, Halloran ME, Dean NE.  Household SARS-CoV-2 

secondary attack rates by variant and vaccination status: an updated systematic review and meta-

analysis. MedRxiv (2022)  https://www.medrxiv.org/content/10.1101/2022.01.09.22268984v1 

 

Hladish TJ, Pillai AN, Longini IM: Updated projections for COVID-19 omicron wave in Florida. 

Updated projections for COVID-19 omicron wave in Florida MedRxiv (2022) 

https://www.medrxiv.org/content/10.1101/2022.01.06.22268849v1 

 

Dean NE, Longini IM:  Ring Trial Design in Principles and Practice of Emergency Research 

Response.  Springer (2022). 

 

Song  S, Madewell ZJ, Liu M, Longini IM, Yang Y.  Effectiveness of SARS-CoV-2 Vaccines 

against Omicron Infection and Severe Events: A Systematic Review and Meta-Analysis of Test-

Negative Design Studies.  Effectiveness of SARS-CoV-2 Vaccines against Omicron Infection 

and Severe Events: A Systematic Review and Meta-Analysis of Test-Negative Design Studies. 

MedRxiv (2023).  https://www.medrxiv.org/content/10.1101/2023.02.16.23286041v1  
 

 

Book Reviews 
 

 

Longini IM:  Spatial Aspects of Influenza Epidemics. Cliff, A.D., Hagget, R. and Ord, J.K., Pion 

Limited, London, 1986: in Mathematical Biosciences 89, 237-239 (1988). 
 

AIDS Epidemiology: A Quantitative Approach. Brookmeyer, R. and Gail, M.H., Oxford 

University Press, New York, 1994: in Science 265, 1602-1603 (1994). 
 

Service 
 

Member of the Data Safety Monitoring Board for an open label post licensure trial to evaluate 

the safety and immunogenicity of indigenously manufactured killed bivalent (O1 and O139) 

whole cell oral cholera vaccine (Shanchol), International Vaccine Institute. 

 

Independent Statistician to the Data Safety and Monitoring Board for the Monitored Emergency 

Use of Unregistered and Investigational Interventions (MEURI) for access to investigational 

therapeutics on an individual patient basis for treatment of Ebola disease.  

 

Member of the Scientific Steering Committee for the  WHO International COVID-19 Solidarity 

Vaccine Efficacy Trial. 

 

Member of the Data Safety and Monitoring Board for the BBV87 inactivated whole virion 

Chikungunya vaccine.  International Vaccine Institute. 
 

Awards and Honors 
 

CDC Statistical Science Award "Best Theoretical Paper" published in 1994. Satten, G.A. and 

Longini, I.M.: Estimation of incidence of HIV infection using cross-sectional marker surveys. 

Biometrics 50, 675-688 (1994). 

https://doi.org/10.1101/2021.05.20.21257461
https://www.medrxiv.org/content/10.1101/2022.01.09.22268984v1
https://www.medrxiv.org/content/10.1101/2022.01.06.22268849v1
https://www.medrxiv.org/content/10.1101/2023.02.16.23286041v1
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CDC James H. Nakano Citation "for an outstanding scientific paper published in 1994." Mastro, 

T.D., Satten, G.A., Nopkesorn, T., Sangkharomya, S. and Longini, I.M.: Probability of 

female-to-male transmission of  HIV-1 in Thailand. Lancet  343, 204-207 (1994). 
 

Howard M. Temin Award in Epidemiology for Scientific Excellence in the Fight Against 

HIV/AIDS (1995) for the article: Jacquez, J.A., Koopman, J.S., Simon, C.P. and Longini, I.M.: 

The role of primary infection in the epidemics of HIV infection in gay cohorts. Journal of AIDS 

7, 1169-1184 (1994). 
 

Elected Fellow of the American Statistical Association, 1995 
 

CDC Statistical Science Award "Best Applied Paper" published in 1996. Satten, G.A. and 

Longini, I.M.: “Markov chains with measurement error: estimating the "true" course of a marker 

of HIV disease progression (with discussion)”. Applied Statistics 45, 275-309 (1996). 

 

Elected Fellow of the American Association for the Advancement of Science (AAAS), 2012 
 

International Society for Vaccines: “Paper of the Year 2015.” Henao-Restrepo, A-M, Longini 

IM, Egger M, Dean NE et al.:  Efficacy of a recombinant live VSV-vectored vaccine expressing 

Ebola surface glycoprotein: Interim results from the Guinea ring vaccination cluster-randomized 

trial. The Lancet, 38, 857–866 (2015).  http://www.isv-online.org/menu-annual-

congress/previos-papers/2015-paper-of-the-months/171-paper-of-the-year-2015 

 

Science Magazine, one of the top 10  “Breakthrough of the Year” for 2015.  Guinea Ebola ring 

vaccination trial:  http://www.sciencemag.org/news/2015/12/and-science-s-breakthrough-year 

 
Aspen Institute Italia Award for scientific research and collaboration between Italy and the 

United States, 2016.  For outstanding research on Ebola transmission and control. 

 

Named UF Research Foundation Professor for excellence in research, 2017-2020. 

 

Altmetic Top 100 Scientific Papers of 2017:  Rank #9 for Henao-Restrepo A-M, Camacho A, 

Longini IM, et al.:  Efficacy and effectiveness of an rVSV-vectored vaccine in preventing Ebola 

virus disease: final results from the Guinea ring vaccination, open-label, cluster-randomised trial 

(Ebola Ça Suffit!). The Lancet 389, 505-18 (2017). 

https://www.altmetric.com/top100/2017/#list&article=14949611 

 

Named UF College of Medicine’s Term Professor for leadership in his discipline 2018-2021. 

National Geographic top 20 Scientific Discoveries of the Decade “Changing the course of 

disease:  In response to the 2014-2016 Ebola outbreak in West Africa, public health officials and 

the pharmaceutical company Merck fast-tracked rVSV-ZEBOV, an experimental Ebola vaccine. 

After a highly successful field trial in 2015, European officials approved the vaccine in 2019—a 

milestone in the fight against the deadly disease,”  

https://www.nationalgeographic.com/science/2019/12/top-20-scientific-discoveries-of-decade-

2010s/ . December 5, 2019. 

 

David A. Paulus Lifetime Achievement Award, College of Medicine, University of Florida.  

April 25, 2022. 

 

http://www.isv-online.org/menu-annual-congress/previos-papers/2015-paper-of-the-months/171-paper-of-the-year-2015
http://www.isv-online.org/menu-annual-congress/previos-papers/2015-paper-of-the-months/171-paper-of-the-year-2015
http://www.sciencemag.org/news/2015/12/and-science-s-breakthrough-year
https://www.altmetric.com/top100/2017/#list&article=14949611
https://www.nationalgeographic.com/science/2019/12/top-20-scientific-discoveries-of-decade-2010s/
https://www.nationalgeographic.com/science/2019/12/top-20-scientific-discoveries-of-decade-2010s/
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Ph. D. Students and Post-Docs 
 

Chaired Ph.D. Committee for 25 successful candidates 

Chaired M.S. Committee for 3 successful masters candidates 

Advised 15 Post Docs  

 

 

Some Recent Seminars and Talks 

 

“WHO Core Protocol for filovirus vaccine clinical trials,” invited talk at the WHO Strategic Agenda for 

Filovirus Research and Monitoring (AFIRM) - Roadmap Meeting.  30 March 2022, Geneva, Switzerland 

 

“Assessment of the impact of different vaccination strategies,” invited talk at the WHO Health 

Emergencies Programme, Strategic Advisory Group of Experts on Immunization (SAGE) Working Group 

on Ebola vaccines. 20-21 June 2022, Geneva, Switzerland. 

 

“The WHO R&D Blueprint for Action to Prevent Epidemics: Preventing and Controlling Global Infectious 

Disease Pandemics,” invited talk at Dipartimento di Scienze Matematiche "Giuseppe Luigi Lagrange,"  

Politecnico di Torino, 27 June 2022, Turin, Italy. 

 

“The design and analysis of vaccine trials for emerging infectious disease threats; from Ebola to COVID 

19, and now Monkeypox,” invited talk at the Statistics Dipartimento di Scienze Matematiche "Giuseppe 

Luigi Lagrange," Politecnico di Torino 28 June 2022, Turin, Italy. 

 

“Current strategies for vaccine deployment and their implications for the design of observational studies,” 

invited talk at the WHO Monkeypox research; What study designs can be used to address the remaining 

knowledge gaps for monkeypox vaccines?  2 August 2022, Geneva, Switzerland. 

 

“A platform trial design for preventive vaccines against emerging infectious disease threats,” invited talk at 

the CSQUID monthly seminar, University of Florida.  14 December 2022, Gainesville, Fl. 

 

“Platform trial design for preventive vaccines against Marburg virus,” invited talk at the WHO meeting 

Marburg: Candidate Vaccines & Therapeutics:  What are the research priorities in the context of an 

outbreak? 14 February 2023, Geneva, Switzerland. 

 

“A platform trial design for preventive vaccines against emerging infectious disease threats,” invited talk at 

the Design and Analysis of Infectious Disease Studies, Mathematisches Forschungsinstitut Oberwolfach, 

23 February 2023,  Oberwolfach, Germany. 

 

“A phase 1/2/3 study protocol:  To evaluate the safety, tolerability, immunogenicity, and efficacy of 

vaccine candidates against Marburg disease,” invited talk at the WHO meeting Marburg:  Integrating 

research into outbreak response: How can we prepare for the next Marburg outbreak?  10 March 2023, 

Geneva, Switzerland. 

 

“Statistical details for a platform trial design for preventive vaccines against 

emerging infectious disease threat,” keynote talk at the American Statistical Association Florida Chapter 

Meeting. 25 March 2023, Gainesville, Fl 

 

“A platform trial design for preventive vaccines against emerging infectious disease threats:  From Cholera 
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to Ebola to COVID 19,” invited talk at the Gruppo di ricerca StaTA, Dipartimento di Economia e 

Management, Università di Trento.  25 May 2023, Trento, Italy. 

 

“Statistical and mathematical details of trials for estimating vaccine effectiveness for emerging infectious 

disease threats”, invited talk at EPIMAT - Modelli matematici di epidemie, Dipartimento di Matematica,  

Università di Trento.  30 May 2023, Trento, Italy. 

 

“Work at the World Health Organization:  WHO R&D Blueprint to Combat Global Pandemics”, invited 

talk at the Joint Statistical Meetings.  8 August 2023, Toronto, Canada. 

 

“Considering factors that may influence protective results of vaccination”, invited talk at the WHO meeting 

Improving Vaccine Effectiveness Studies: A vital step before the next pandemic. 14 September 2023, 

Geneva, Switzerland 

 

“Efficacy trials of Plague vaccines: endpoints, trial design, site selection”, invited talk at the WHO meeting 

Plague vaccines: What R&D progress has been achieved and how can we accelerate development of a 

vaccine. 12 October 2023, Geneva, Switzerland 

 

“Statistical and mathematical details of trials for estimating vaccine effectiveness for emerging infectious 

disease threats”, oral presentation at EPIDEMICS9 - 9th International Conference on Infectious Disease 

Dynamics, November 28 – December 1, 2023, Bologna, Italy 

 

“Outline of major design considerations for candidate vaccines trial CORE protocol”, invited talk at the 

WHO meeting: United in solidarity against filovirus threats:  Building research readiness for a future 

filovirus outbreak, 20-22 February 2024, Kampala, Uganda 

 

 

 

 

 

 

 

 

 

 

 

 

 


